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B C

178



15 NHDF Ge

Ge-132 Ge A
Ge B C D

25μm

179



17 NHDF

NHDF N=8

16 NHDF THGP
THGP THGP LC/MS-MS
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21 THGP NHDF
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22 THGP NHDF NR4A2
IL6 CXCL2
NR4A2 A IL6 B CXCL2 C RPS18
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THGP IL6
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