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Open field test
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Eur J Neurosci 2006 ; Hum Mol Genet 2014
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Single Nucleotide Polymorphism
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GFP-FABP7
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Hum Mol Genet, 2014
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LPSHI & DTNF-aD EE AR LTINS

g

TNF-a (pg/ml)
4
3

200

_ ELISA

*ﬂﬁi‘% TNF-o D BITE

FAMAY Ak
I B 8] - 24 B ] I B - 0~ 24 %]
LPS;EJE : 0~ 10000 ng/ml LPS;E £ : 1000 ng/ml
W 400 ) mwr "
I FABP7-KO # | O FABP7-KO
1 2200 )
:E ”
| " 3 ® -
| o . .
Non- 100 1000 10000 2 24
treated LPS stimulation (h)

LPS stimulation (ng/ml)

Glia, 2015
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LPS N
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@ -anti-total MAPKs (p38, ERK, JNK)

*anti-phospho-MAPKs
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Glia, 2015
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