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Fig.2: Phylogenetic tree isolates within genus Clostridium and relatives S IEFPENEYES S é § 23
based on 16S rDNA sequence analysis. Clusters indicate the Clostridia " E Ll § E § g § §
groups within the genus Clostridium and related genera. (Collins et. al., g; 3 2 § .
1994 |, “Clostridia cluster” indicated in this thesis). Branch length is 2 & g

proportional to the number of bases. The number at the branch nodes Strain o

indicates bootstrap confidence values (%) based on 1000 replicates. The Fig.3: Amount of sulfate reduced by isolates and type
scale bar denotes 0.1 base changes per nucleotide position. strains. (Error bar indicates standard error from ten

cultivations with the exception of type strains.)

<WiBBTREZ A T B F M Clsorridium BAE DRE>

BB N—TIZRT 2 BB 2 BR(K311 B LUV ULR2)IZOWT, LVl 2iT- 7=,
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Fig.4 : DNA-DNA hybridization.
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FHIFETIL, EPEERTOBREEE L 0 58S N-MBSE TR 2 T EBERRIC OV T, 2B 2D
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DOFFBRTGEEZ TR L, THULEOHIEEITY Z L 2MaR L=, $7-. HEEED 5 B3 2 BT,
BEF OISR TR SRR n T8 S LIOBS 2 S 7202 L, lSE oI R iER ch ) 7
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